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露地栽培を行った．畝幅 1m×畝長 21mの畝を 4畝
（通路幅 1m）設けた．土壌改良材として，牛糞堆肥
約 1.6t を全層施肥し，苦土石灰 3kg／畝およびよう
りん 1.2kg／畝を施用した．基肥として 10-13-10 の
化成肥料 3kg／畝を施用した．追肥として，16-4-16
を 2kg／畝で 8月 17日および 9月 7日に施用した．
株間 70cmの 1 条植として，一品種あたり 10株（3
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久保ら（2014）を参考に 12 連鎖群毎に 2 種類の
SSRマーカーを選び（表 2），合計 24種類の SSRマ
ーカーを用いて，PCR産物はポストラベル法で蛍光


























    
図 1 ‘会津丸ナス’            図 2 ‘新処ナス’            図 3 ‘薄皮丸ナス’          図 4 ‘小布施丸ナス’ 
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05 emh 2 ecm04
06 emk 4 emf01O04
07 emf11 emh1 H0
08 emg2 eme08D
09 emj02F emf1 H23
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供試したすべての SSR マーカーで PCR 増幅がみ
















































会津丸ナス 292/292 283/283 201/201 315/315 256/256 202/202 306/306 310/310 189/189 185/185 279/279
新処ナス・丸 294/294 283/283 201/201 315/315 262/262* 202/202* 293/293* 312/312 189/189* 185/185 279/279
新処ナス・長 294/294 283/283 201/201 315/315 263/263 202/202 293/293 310/310 189/189 -/- 279/279
薄皮丸ナス 278/278 283/283 201/201 315/315 260/260 202/202 304/304* 302/302* 189/189 187/187 279/279
小布施丸ナス・日光 296/296 283/283 201/201 315/315 262/262 204/204 304/304 310/310 191/191 187/187 281/281
小布施丸ナス・鳥取 296/296 283/283 201/201 315/315 262/262 204/204 304/304 310/310 191/191 187/187 281/281
賀茂ナス 294/294 281/281 201/201 315/315 258/258 202/202 306/306 310/310 189/189 185/185 279/279
黒十全ナス 294/294 283/283 201/201 315/315 260/260 200/200 304/304 310/310 189/189 187/187 279/279
関口ナス 278/278 283/283 201/201 315/315 260/260 204/204 291/291 310/310 187/187 185/185 277/277
仙北丸ナス 278/278 283/283 199/199 315/315 287/287 206/206 306/306 310/310 189/189 189/189 279/279
長岡巾着ナス 278/278 283/283 201/201 315/315 262/262 202/202 302/302 310/310 189/189 187/187* 279/279
畑ナス 292/292 283/283* 201/201 315/315 256/256 202/202 -/- 310/310 189/189 178/185 279/279
梵天丸ナス・秋田系 278/294 283/283 201/201 315/315 256/262 200/200 289/306 310/310 189/189 185/185 279/279














292/292 283/283 01/201 /315 56
294/294 283/283 01/201 /315 * *
294/294 283/283 201/201 /315 63
278/278 283/283 201/201 /315 60
296/296 283/283 201/201 /315 62
296/296 283/283 201/201 /315 62
294/294 281/281 201/201 /315 58
294/294 283/283 201/201 /315 60
278/278 283/283 201/201 /315 60
278/278 283/283 199/199 /315 87
278/278 283/283 01/201 315 2
292/292 283/283* 201/201 /315 56
278/294 283/283 201/201 5/315 62
278/278 283/283 201/201 /315 60
が検出されたため，代表値を記載している．
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遺伝子が複数検出されたと考えられる． 
 多型が検出されなかった emh11I06 マーカーを除
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図 12 10 種類の SSR マーカーを用いた丸ナス品種の系統解析 
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Research on Traditional Vegetables in Akita
Phylogenic Analysis of Round Eggplants with SSR Markers 
1 Department of Biological Production, Faculty of Bioresource, Akita Prefectural University
2 Department of Agribusiness, Faculty of Bioresource, Akita Prefectural University
3 Agriculture Experimental Station, Akita Prefecuture
Keywords: traditional vegetables, Akita prefecture, heirloom crops, Solanum melongena, round eggplant, SSR marker, phylogenic 
analysis
Akita prefectural authorities have compiled a list of 30 cultivars of native vegetables that are defined as those locally grown over a long time and
hence closely related to the cuisine traditional to the area. Indigenous Akita vegetables include three eggplant cultivars (Solanum melongena L.)
that produce round-shaped fruits: ‘Aratokoro-nasu,’ ‘Sekiguchi-nasu,’ and ‘Senbokumaru-nasu.’ The authors of this paper analyzed the genetic 
relationship between the domestic round eggplants along with their morphological traits and SSR markers. ‘Sekiguchi-nasu’ and 
‘Senbokumaru-nasu’ appear to be true-breeding because all the analyzed plants of those cultivars exhibited the same homozygous genotypes in 
10 SSR markers. However, ‘Aratokoro-nasu’ might lack genetic stability because some samples of this cultivar produced medium to long type 
fruits and exhibited different genotypes and heterozygotes in a few SSR markers. Phylogenic analysis performed using the 10 SSR markers
revealed that ‘Aratokoro-nasu’ is genetically closely related to ‘Aizumaru-nasu,’ ‘Hata-nasu,’ and ‘Kamo-nasu’ cultivar that originated from 
Fukushima-prefecture, Yamagata-prefecture, and Kyoto-prefecture, respectively. ‘Sekiguchi-nasu’ and ‘Senbokumaru-nasu’ were, however,
genetically positioned further away from the other analyzed round eggplant cultivars.
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